Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.010 Å; R factor = 0.040; wR factor = 0.096; data-to-parameter ratio = 24.2.
In the title salt, C 6 H 9 N 2 + ÁBr 2 I À , the cation is essentially planar (r.m.s. deviation = 0.0062 Å for the non-H atoms) while the anion is almost linear with a Br-I-Br angle of 177.67 (2) . The crystal packing shows two anions and two cations connected via N-HÁ Á ÁBr and (pyridine)N-HÁ Á ÁBr hydrogen-bonding interactions, forming centrosymmetric tetramers with R 4 4 (16) ring motifs. Very weak offset aromatic -stacking interactions [centroid-centroid separation = 4.038 (4), slippage = 1.773 Å ] also occur.
Related literature
For background to this study, see: Al-Far et al. (2012) ; Kochel (2006) . For comparison bond lengths and angles, see: Gardberg et al. (2002) ; Hemamalini & Fun (2010) . For graph-set notation, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Gardberg et al., 2002) . The molecular dimensions of the cation are also as expected (Hemamalini & Fun, 2010) .
The crystal structure ( 
A solution of CdI 2 (0.37 g, 1.0 mmol) dissolved in 95% EtOH (10 ml) and 60% HBr (1 ml) solution was added to a mixture of 2-amino-5-methylpyridine (0.11 g, 1.0 mmol) dissolved in 95% EtOH (10 ml), 60% HBr (1 ml) and molecular bromine (2 ml). The resulting mixture was refluxed for 2.5 hr. On slow evaporation at room temperature yellow plates of the title compound were formed in 4 days (yield 85%).
Refinement
All H atoms were positioned geometrically and refined using a riding model, with N-H = 0.86 Å and C-H = 0.93 and 0.96 Å, for aryl and methyl H-atoms, respectively. The U iso (H) were allowed at 1.5U eq (C methyl) or 1.2U eq (N/C nonmethyl).
Computing details
Data collection: CrysAlis PRO (Agilent, 2011 ); cell refinement: CrysAlis PRO (Agilent, 2011) ; data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008 
Figure 1
The molecular structure of the title compound with the atom numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. H atoms are presented as small spheres of arbitrary radius.
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Figure 2
A view of the pyN-H···Br and H-N-H···Br hydrogen bonds (dotted lines) in the crystal structure of the title compound. H atoms non-participating in hydrogen-bonding were omitted for clarity.
2-Amino-5-methylpyridinium dibromoiodate
Crystal data Extinction correction: SHELXL97 (Sheldrick, 2008) 
